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Figure 2 - Feature importance obtained from the final Evo Trees

L.ow Busulfan eXpo sure and incre se d Classifier model. Feature importance was calculated as the mean

Shapley value across all bootstrapped resamples for each feature value

* Busulfan is an alkylating agent used as pretreatment

for hematopoietic stem cell transplantation (HSCT) in degree of HLA mismatch with donor

both hematologic malignant and non-malignant cells are the most important risk factors |

disorders in pediatric patients. . . . . Degree of Mismatch
* The relationship between transplantation parameters of mortahty at 1-year in pechatrlc Susulfan cAUG

and mortality in pediatric patients with malignant patients receiving hemat()p()ietic Donor Source (Sibling)

disorders has not yet been well characterized. prog enitor cell transplant Days to ANC > 500

Sex

* Identify risk factors of 1-year mortality in pediatric Cell Source (Bone Marrow)
patients that undergo HSCT using machine learning.
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