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Abstract Background

« Differential iron regulation of RsmY/Z sRNA in shaking versus static
cultures.

* AQ dependent expression of rsmY/Z genes as well as HS2-T6SS
genes (type six secretion system).

« AQ mediated iron regulation of RsmY/Z and HS2-T6SS genes is
promoter dependent.
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Significance HHQ AQs mediate HSI-2 T6SS. (3)
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Functional type six secretion Global regulator Rsm system controls T6SS (4)
system (T6SS) (1)
Static growth promotes iron regulation of rsmY and Results Iron starvation induced expression of HSI2-T6SS genes is partially
rsmZ in a promoter-dependent manner via PQS +1 ~ S‘DAl‘JG controlled by PQS in a promoter-dependent manner
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